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2 HEER BT R84F6H

D H00>»AA400>

0> 00 4> > 0O

B —. DNA & FHEE

—(EANE =+ Bt il — B R
G, sHReE—-ERE E—-ERER
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ZHFIREBTE T g SRR, FAE
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1 4096 Bt A — BV, EI AE 2T
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W FEEEA MR BET I T H AT
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REMEE/NE, T—47H—E#EERN 7%
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— BB BT E SR ML, EIE
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REZANASPLBEREEEH I EER,
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~
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MERERBAERZREY, FmEEL
Attt (1) EEHRZ. B/ \BR—EE4
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THAERSERESE — R, A&
78 B — {8 A B9 23R ] DUHERR i — (e <5
M EERI D EURTE WRER AR,
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ERFE IR A RO #E R EEMRL, Al
& ERFCEHBURER L E T E, 2RI
A LR, BRI S FERR DR/ NRE,
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4. EERDHYEE
B IR T AL F R SR RS,
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DZA = HII%4E HERK,

B2 X, X PHIR_HEETER
M X EZRER, A ERR LR
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FERF u FZEERS, e REBEEED e &
Hp iz B2, NHAFTEY ¢ ZRK
[, j R _(AEE T BHEMREA A, HFE
INELTE uy = U;2, EaIEAETNRL 3
T, e = epo TR LVREES (3) M
A THRAHENEE, ARDHE o 8
e f£ X HFAbz 8. KX BT E
HIHNES, RUEANEERITELETHER
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(7] P A 5 3 e T2 L SR N 2 ) St i K
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Bl

Xi:ul-—i—ei, i:1,2,...,no (5)

TR 2 M, BORFIRO MR E Y
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